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The Kemp’s Ridley turtle (Lepidochelys kempii)
is the most endangered sea turtle species (National
Research Council, 1990; Márquez-M., 1994). In the
second half of the 20th century the nesting popula-
tion decreased from some 50,000 individuals to
fewer than 5,000, with only a few hundred turtles
nesting each season. However, a slow recovery of
the nesting population has been detected in the last
decade (Márquez-M. et al., 2001). Nesting areas of
this species are restricted to the Gulf of Mexico,
mainly along a stretch of beach in Rancho Nuevo,

Mexico, where mass nesting (‘arribadas’) occurs
(Márquez-M., 1994; Márquez-M. et al., 2001). Spo-
radic nesting also occurs on another Mexican beach
in Veracruz, and also on the U.S. coast, particularly
on Padre Island, south Texas (Manzella and
Williams, 1992; Shaver and Caillouet, 1998) and
along the Florida coast (Johnson et al., 2000). Feed-
ing grounds and nursery and developmental areas
are distributed principally along the Gulf of Mexico
and the Atlantic coast of the U.S. (Manzella et al.,
1988). There is evidence of transoceanic migrations
based on several recoveries of tagged turtles in the
Atlantic coasts of western Europe and Morocco
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SUMMARY: We report on a juvenile Kemp’s Ridley sea turtle, Lepidochelys kempii, captured alive by fishermen in the
waters off Alicante (western Mediterranean, Spain) on October 15th 2001. The analysis of a 460 base pair fragment of  the
mt DNA control region revealed a perfect match with haplotype D previously described in this species. This is the second
report of L. kempii in the Mediterranean basin.
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RESUMEN: PRESENCIA Y ANÁLISIS GENÉTICO DE UNA TORTUGA BASTARDA (LEPIDOCHELYS KEMPII) EN EL MAR MEDITERRÁNEO.
– Se cita la captura de un ejemplar vivo juvenil de tortuga bastarda (Lepidochelys kempii) por pescadores en aguas de Ali-
cante (Mediterráneo occidental, España) el 15 de octubre de 2001. El análisis de un fragmento de 460 pares de bases de una
región control de ADN mit reveló una coincidencia perfecta con el haplotipo D descrito previamente en esta especie. Esta
es la segunda cita de L. kempii en el Mediterráneo.
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(Manzella et al., 1988; references in Wilson and
Zug, 1991). There is even a report of L. kempii in the
Mediterranean, off the island of Malta (central
Mediterranean) (Brongersma and Carr, 1983),
which indicates that Kemp’s Ridleys may enter the
western Mediterranean basin through the Strait of
Gibraltar.

On 15 October 2001, fishermen brought a sea
turtle to the Municipal Aquarium of the town of
Santa Pola (38º12’N 00º34’W), Alicante (Spain).
The turtle had been captured in a gill-net deployed
from a small boat. The turtle was in good condition.
The fishermen did not provide the coordinates of
capture, but said that it had occurred in the coastal
waters (10-50 m depth) around Santa Pola, between
the island of Tabarca (38º10’N 00º29’W) and
Guardamar del Segura (38º06’N 00º39’W) (Fig. 1).
We identified the turtle as L. kempii based on the
presence of a small pore near the rear margin of each
of the inframarginal scutes (Fig. 2A), the coloration
of the skin, the circular shape of the carapace (Fig.
2B), the presence of five pairs of coastal scutes, and
the arrangement of head scales. 

Standard biometric variables of the turtle were as
follows: total length = 40 cm, curved carapace length
(CCL-notch to tip) = 32.3 cm, curved carapace width
= 31.9 cm, straight carapace length = 29.5 cm,
straight carapace width = 29 cm, plastron length = 25
cm, plastron width = 24 cm, head length = 8.2 cm,
head width = 7 cm, total tail length = 6.6 cm, post-
cloacal tail length = 2.1 cm and total weight = 4.6 kg.
Growth models derived from skeletochronological
analysis indicate that carapace length (CL) is a good
estimator of age for L. kempii (Chaloupka and Zug,

1997; Zug et al., 1997). Based on CL measurements,
the age of the turtle was estimated to be 3 or 4 years.
The specimen had only one pair of claws on its front
flippers (Fig. 2B), instead of two as is typical for the
species (Pritchard and Mortimer, 1999). This reduc-
tion in the number of claws has also been observed in
some adults, and has been interpreted as the result of
a secondary loss (Pritchard and Mortimer, 1999).
The specimen also had a small scar on the dorsal side
of the neck, and a notch from an old wound on the
right side of the beak.

Genetic analysis of mitochondrial (mt) DNA
markers has been used within the context of phylo-
geographic studies of sea turtles worldwide. A
small skin biopsy was taken from the dorsal side of
the anterior left flipper and stored in 96% ethanol.
DNA was subsequently extracted using a standard
phenol:chloroform protocol (Sambrook et al.,
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FIG. 1. – Geographical area in which a specimen of Lepidochelys
kempii was captured. The black arrow indicates the probable point 

of capture. 

FIG. 2. – A, Detail of the pores (arrows) of the inframarginal scutes
of Lepidochelys kempii incidentally captured off Alicante coast
(western Mediterranean, Spain). B, Dorsal view of the specimen. C, 

Detail of the head. Scale bars: 5 cm.



1989) and preserved in TE buffer at –20°C. Poly-
merase Chain Reaction (PCR) was used to amplify
a 460 base pair fragment of the mitochondrial (mt)
DNA control region comparable to that analysed
by Bowen et al. (1998), using primers LTCM2
(Encalada et al., 1996), HDCM1 (Allard et al.,
1994), LTCM1.1 and HDCM1.1 (Formia, unpub-
lished data). PCR products were double-sequenced
with the ABI Prism Big Dye Terminator kit V.2 and
analysed with an ABI 3100 sequencer (Applied
Biosystems). Sequences were aligned and edited
using Sequencher 3.1.2 (Gene Codes Corporation).
The sequence obtained perfectly matched haplo-
type D previously observed in five individuals
stranded on the Atlantic coast of the U. S. and Gulf
of Mexico (Bowen et al., 1998) (GenBank acces-
sion number AF051777). However, since the con-
trol region haplotype distribution of Kemp’s Rid-
leys in nesting and oceanic habitats is still
unknown, we cannot speculate on the origin of this
individual, beyond the fact that its mt DNA was
inherited from a female Kemp’s Ridley. Depending
on its natal origin (Rancho Nuevo, South Texas or
Florida), this specimen would have navigated a dis-
tance of between 8,500 and 10,000 km. The actual
distance could have been even longer if the turtle
had swum the North Atlantic Gyre (see references
in Márquez-M., 1994). 

This is the second report of a Kemp’s Ridley in
the Mediterranean Sea, and confirms the passage of
this species into this sea through the Strait of Gibral-
tar. Some authors suggest that pelagic juveniles
leaving the Gulf of Mexico are lost for the breeding
population (see references in Musick and Limpus,
1997). However, due to the high number of L. kem-
pii juveniles around the Atlantic reported in the lit-
erature, it is possible that this ocean and even the
Mediterranean Sea form part of the extended range
for this species.
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